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Prehľad preukázateľných citácií a ohlasov na vedecké práce 

(citácie v databázach WOS a SCOPUS) 

 

RNDr. Ľubica Uváčková, PhD. 

 
KLUBICOVÁ, Katarína - UVÁČKOVÁ, Ľubica – DANCHENKO, Maksym - NEMEČEK, 

Peter – SKULTÉTY, Ľudovít – SALAJ, Ján - SALAJ Terézia (2017) Insights into the early 

stage of Pinus nigra Arn. somatic embryogenesis using discovery proteomics. Journal of 

Proteomics. Journal of proteomics, 169, 99-111. 

 

Citácie Wos: 

1. Bulgakov, V. P., Vereshchagina, Y. V., Bulgakov, D. V., Veremeichik, G. N., 

& Shkryl, Y. N. (2018). The rolB plant oncogene affects multiple signaling 

protein modules related to hormone signaling and plant defense. Scientific 

reports, 8(1), 2285. 

2. Carlsson, J., Egertsdotter, U., Ganeteg, U., & Svennerstam, H. (2018). Nitrogen 

utilization during germination of somatic embryos of Norway spruce: revealing 

the importance of supplied glutamine for nitrogen metabolism. Trees, 1-12.  

3. Loyola-Vargas, V. M., & Aguilar-Hernández, V. (2018). Advanced proteomic 

approaches to elucidate somatic embryogenesis. Frontiers in Plant Science, 9, 

1658.  

4. Hernández-Piedra, G., Ruiz-Carrera, V., Sánchez, A. J., Hernández-Franyutti, 

A., & Azpeitia-Morales, A. (2018). Morpho-histological development of the 

somatic embryos of Typha domingensis. PeerJ, 6, e5952.  

5. Díaz-Sala, C. (2018) Molecular Dissection of the Regenerative Capacity of 

Forest Tree Species: Special Focus on Conifers. Frontiers in Plant Science 9, 

1943.  

6. Arrillaga, I., Morcillo, M., Zanón, I., Lario, F., Segura, J., & Sales, E. (2019). 

New approaches to optimize somatic embryogenesis in maritime pine. Frontiers 

in Plant Science, 10, 138.  

7. Gautier, F., Label, P., Eliášová, K., Leplé, J. C., MOTYKA, V., Boizot, N., ... & 

Lesage-Descauses, M. C. (2019). Cytological, biochemical and molecular events 

of the embryogenic state in Douglas-fir (Pseudotsuga menziesii 

[Mirb.]). Frontiers in Plant Science, 10, 118.  

FEKECSOVA, Soňa – DANCHENKO, Maksym – UVACKOVA, Ľubica – SKULTETY, 

Ľudovít – HAJDUCH, Martin (2015) Using 7 cm immobilized pH gradient strips to determine 

levels of clinically relevant proteins in wheat grain extracts. Frontiers in plant science, 6, 433. 

 

UVACKOVA, Ľubica - ONDRUSKOVA, Emília - DANCHENKO, Maksym - SKULTETY, 

Ľudovít - MIERNYK, Jan - HRUBIK, Pavel -  HAJDUCH, Martin (2014) Establishing a leaf 

proteome reference map for Ginkgo biloba provides insight into potential ethnobotanical uses.  

J. Agric. Food Chem., 2014, 62 (47), pp 11547–11556. 

 

VARHANIKOVA, Miroslava - UVACKOVA, Ľubica -  SKULTETY, Ľudovít - PRETOVA, 

Anna - OBERT, Bohuš - HAJDUCH, Martin (2014) Comparative quantitative proteomic 
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analysis of embryogenic and non-embryogenic calli in maize suggests the role of oxylipins in 

plant totipotency. 2014 Journal of proteomics  104, 57-65. 

 

 Citácie Wos: 

1. Ludovici, M., Ialongo, C., Reverberi, M., Beccaccioli, M., Scarpari, M., & 

Scala, V. (2014). Quantitative profiling of oxylipins through comprehensive 

LC-MS/MS analysis of Fusarium verticillioides and maize kernels. Food 

Additives & Contaminants: Part A, (ahead-of-print), 31 (12) 2026-2033.  

2. Zhao, J., Li, H., Fu, S., Chen, B., Sun, W., Zhang, J., & Zhang, J. (2015). An 

iTRAQ-Based Proteomics Approach to Clarify the Molecular Physiology of 

Somatic Embryo Development in Prince Rupprecht's Larch (Larix principis-

rupprechtii Mayr). PloS one, 10(3).  

3. Zhen, Y., Chen, J., Chen, Q., & Shi, J. (2015). Elemental Analyses Of Calli 

And Developing Somatic Embryo Of Hybrid Liriodendron. Pakistan Journal 

Of Botany, 47(1), 189-196.  

4. Zhen, Y., Li, C., Chen, J., Chen, Q., & Shi, J. (2015). Proteomics of 

embryogenic and non-embryogenic calli of a Liriodendron hybrid. Acta 

Physiologiae Plantarum, 37(10), 1-8.  

5. dos Santos, A. L. W., Elbl, P., Navarro, B. V., de Oliveira, L. F., Salvato, F., 

Balbuena, T. S., & Floh, E. I. S. (2015). Quantitative proteomic analysis of 

Araucaria angustifolia (Bertol.) Kuntze cell lines with contrasting embryogenic 

potential. Journal of Proteomics 130, 180-189.  

6. Campos, N. A., Paiva, L. V., Panis, B., & Carpentier, S. C. (2016). The 

proteome profile of embryogenic cell suspensions of Coffea arabica L. 

Proteomics 16, 1001-1005. 

7. Domżalska, L., Kędracka-Krok, S., Jankowska, U., Grzyb, M., Sobczak, M., 

Rybczyński, J. J., & Mikuła, A. (2017). Proteomic analysis of Cyathea delgadii 

Sternb. stipe explants reveals differentially expressed proteins involved in fern 

somatic embryogenesis. Plant Science 258, 61-76.  

8. Ge, F., Hu, H., Huang, X., Zhang, Y., Wang, Y., Li, Z., ... & Pan, G. (2017). 

Metabolomic and Proteomic Analysis of Maize Embryonic Callus induced 

from immature embryo. Scientific Reports, 7.  

9. Campos, N. A., Panis, B., & Carpentier, S. C. (2017). Somatic Embryogenesis 

in Coffee: The Evolution of Biotechnology and the Integration of Omics 

Technologies Offer Great Opportunities. Frontiers in Plant Science, 8, 1460.  

10. Ge, F., Huang, X., Hu, H., Zhang, Y., Li, Z., Zou, C., ... & Shen, Y. (2017). 

Endogenous small interfering RNAs associated with maize embryonic callus 

formation. PloS one, 12(7), e0180567.  

11. Tan, B. C., Lim, Y. S., & Lau, S. E. (2017). Proteomics in commercial crops: 

an overview. Journal of proteomics, 169, 176-188.  

12. Loyola-Vargas, V. M., & Aguilar-Hernández, V. (2018). Advanced proteomic 

approaches to elucidate somatic embryogenesis. Frontiers in Plant Science, 9, 

1658.  
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13. Zdravković-Korać, S., Tubić, L., Devrnja, N., Ćalić, D., Milojević, J., Milić, M., 

& Savić, J. (2019). Somatic embryogenesis from stamen filaments of Aesculus 

flava Sol. and peroxidase activity during the transition from friable to 

embryogenic callus. Scientia Horticulturae, 247, 362-372. 

 

Citácie Scopus: 

14. Garrocho-Villegas, V., Almeraya, E., & de Jiménez, E. S. (2016). Maize 

Somatic Embryogenesis: Agronomic Features for Improving Crop Productivity. 

In Somatic Embryogenesis: Fundamental Aspects and Applications (pp. 201-

211). Springer International Publishing.  

15. Rosas, M. M., Quiroz-Figueroa, F., Shannon, L. M., & Ruiz-May, E. (2016). 

The Current Status of Proteomic Studies in Somatic Embryogenesis. In Somatic 

Embryogenesis: Fundamental Aspects and Applications (pp. 103-119). Springer 

International Publishing.  

16. Tchorbadjieva, M. I. (2016). Advances in Proteomics of Somatic 

Embryogenesis. In Somatic Embryogenesis in Ornamentals and Its Applications 

(pp. 67-90). Springer India.  

 

UVÁČKOVÁ, Ľubica - ŠKULTÉTY, Ľudovít - BEKEŠOVÁ, Slávka - MCCLAIN, Scott - 

HAJDUCH, Martin (2013) MSE based multiplex protein analysis quantified important 

allergenic proteins and detected relevant peptides carrying known epitopes in wheat grain 

extracts. In Journal of Proteome Research, 2013,12, 4862-4869. 

 

Citácie Wos: 

 

1. Gilissen, L. J., van der Meer, I. M., & Smulders, M. J. (2014). Reducing the 

incidence of allergy and intolerance to cereals. Journal of Cereal Science 59: 

337-353. 

2. Koeberl M, Clarke D, Lopata AL. (2014). Next generation of food allergen 

quantification using mass spectrometric systems. Journal of proteome research 

13: 3499-3509.  

3. Colgrave, M. L., Goswami, H., Blundell, M., Howitt, C. A., & Tanner, G. J. 

(2014). Using mass spectrometry to detect hydrolysed gluten in beer that is 

responsible for false negatives by ELISA. Journal of Chromatography A. 1370: 

105-114. 

4. van den Broeck, H. C., Cordewener, J. H., Nessen, M. A., America, A. H., & 

van der Meer, I. M. (2015). Label free targeted detection and quantification of 

celiac disease immunogenic epitopes by mass spectrometry. Journal of 

Chromatography A. 1391: 60-71. 

5. Cho, C. Y., Nowatzke, W., Oliver, K., & Garber, E. A. (2015). Multiplex 

detection of food allergens and gluten. Analytical and Bioanalytical Chemistry, 

1-12. 
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6. Hu, J., Rampitsch, C., & Bykova, N. V. (2015). Advances in plant proteomics 

towards improvement of crop productivity and stress resistance. Name: 

Frontiers in Plant Science 6, 209. 

7. Di Girolamo, F., Muraca, M., Mazzina, O., Lante, I., & Dahdah, L. (2015) 

Proteomic applications in food allergy: food allergenomics. Curr Opin Allergy 

Clin Immunol 15, 259-266. 

8. Andjelkovic, U., Martinovic, T., & Josic, D. (2015). Foodomic investigations of 

food allergies. Current Opinion in Food Science 4, 92-98.  

9. Johnson, P. E., Sayers, R. L., Gethings, L. A., Balasundaram, A., Marsh, J. T., 

Langridge, J. I., & Mills, E. C. (2016). Quantitative Proteomic Profiling of 

Peanut Allergens in Food Ingredients Used for Oral Food Challenges. Analytical 

chemistry.  

10. Cecchi, R. (2016). Diagnosis of Anaphylactic death in forensics: review and 

future perspectives. Legal Medicine 22, 75-81.  

11. Radauer, C. (2017). Navigating through the Jungle of Allergens: Features and 

Applications of Allergen Databases. International Archives of Allergy and 

Immunology, 173(1), 1-11.  

12. Arumugam, K., & Kuehn, A. (2017). Fish Allergy. In Food Allergy(pp. 111-

137). CRC Press.  

13. Lopata, A. L. (2017). Detection of Food Allergen Residues by Immunoassays. 

In Food Allergy (pp. 245-298). CRC Press.  

14. Groves, K., Cryar, A., Walker, M., & Quaglia, M. (2018). Assessment of 

Recovery of Milk Protein Allergens from Processed Food for Mass 

Spectrometry Quantification. Journal of AOAC International, 101(1), 152-161.  

15. Costa, J., Villa, C., Fernandes, T. J., Oliveira, M. B. P., & Mafra, I. (2017). 

Peanut Allergy: Clinical Relevance and Allergen Characterisation. In Food 

Allergy (pp. 43-65). CRC Press.  

16. Arumugam, K., & Kuehn, A. (2017). Fish Allergy. In Food Allergy (pp. 111-

137). CRC Press.   

17. Jira, W., & Münch, S. (2019). A sensitive HPLC-MS/MS screening method for 

the simultaneous detection of barley, maize, oats, rice, rye and wheat proteins in 

meat products. Food Chemistry. 275, 214-223. 

18. Bhat, T. M., Choudhary, S., & Ramchiary, N. (2018). Proteomic Responses to 

Cold Stress. In Cold Tolerance in Plants (pp. 111-125). Springer, Cham. 

 

Citácie Scopus: 
 

19. Sharma, G.M., Khuda, S.E., Parker, C.H., Eischeid, A.C., Pereira, M. (2016) 

Detection of allergen markers in food: Analytical methods (Book Chapter) 

Source of the DocumentFood Safety: Innovative Analytical Tools for Safety 

Assessment, pp. 65-121. 
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UVÁČKOVÁ, Ľubica - ŠKULTÉTY, Ľudovít - BEKEŠOVÁ, Slávka - MCCLAIN, Scott - 

HAJDUCH, Martin (2013) The MS E- proteomic analysis of gliadins and glutenins in wheat 

grain identifies and quantifies proteins associated with celiac disease and bakers asthma. 

Journal of Proteomics 93, 2013, 65-73. 

 

Citácie Scopus:  

1. Fiedler, K. L., McGrath, S. C., Callahan, J. H., & Ross, M. M. (2014). 

Characterization of grain-specific peptide markers for the detection of gluten by 

mass spectrometry. Journal of agricultural and food chemistry, 62,  5835-5844. 

2. Righetti, P. G., Esteve, C., D'Amato, A., Fasoli, E., Marina, M. L., & García, M. 

C. (2014). A sarabande of tropical fruit proteomics: Avocado, banana and 

mango. Proteomics 15, 1639-1645. 

3. Hu, J., Rampitsch, C., & Bykova, N. V. (2015). Advances in plant proteomics 

towards improvement of crop productivity and stress resistance. Name: 

Frontiers in Plant Science, 6, 209.  

4. Gibson, P. R., Muir, J. G., & Newnham, E. D. (2015). Other Dietary 

Confounders: FODMAPS et al. Digestive Diseases, 33(2), 269-276.  

5. Manfredi, A., Mattarozzi, M., Giannetto, M., & Careri, M. (2015). Multiplex 

liquid chromatography-tandem mass spectrometry for the detection of wheat, 

oat, barley and rye prolamins towards the assessment of gluten-free product 

safety. Analytica Chimica Acta.  

6. Martinez-Esteso, M. J., Nørgaard, J., Brohée, M., Haraszi, R., Maquet, A., & 

O'Connor, G. (2016). Defining the wheat gluten peptide fingerprint via a 

discovery and targeted proteomics approach. Journal of Proteomics.  

7. Bromilow, S. N., Gethings, L. A., Langridge, J. I., Shewry, P. R., Buckley, M., 

Bromley, M. J., & Mills, E. C. (2017). Comprehensive Proteomic Profiling of 

Wheat Gluten Using a Combination of Data-Independent and Data-Dependent 

Acquisition. Frontiers in Plant Science, 7.  

8. Boukid, F., Prandi, B., Sforza, S., Sayar, R., Seo, Y. W., Mejri, M., & Yacoubi, 

I. (2017). Understanding the Effects of Genotype, Growing Year, and Breeding 

on Tunisian Durum Wheat Allergenicity. 2. The Celiac Disease Case. Journal 

of Agricultural and Food Chemistry, 65(28), 5837-5846.  

9. Bhat, T. M., Choudhary, S., & Ramchiary, N. (2018). Proteomic Responses to 

Cold Stress. In Cold Tolerance in Plants (pp. 111-125). Springer, Cham. 

Citácie Scopus: 

10. Cimaglia, F., Potente, G., Chiesa, M., Mita, G., & Bleve, G. (2014). Study of a 

New Gliadin Capture Agent and Development of a Protein Microarray as a New 

Approach for Gliadin Detection. Journal of Proteomics Bioinformatics, 7, 248-

255. 

 

UVÁČKOVÁ, Ľubica - TAKÁČ, Tomáš - BOEHM, Nils - OBERT, Bohuš - ŠAMAJ, Jozef. 

(2012) Proteomic and biochemical analysis of maize anthers after cold pretreatment and 

induction of androgenesis reveals an important role of anti-oxidative enzymes. In Journal of 

Proteomics, 2012, vol.75, no.6, p. 1886-1894. (4.878 - IF2011). (2012 - Current Contents).  
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Citácie Wos: 

1. Sehrawat, Ankita - Gupta, Ravi - Deswal, Renu (2013). Nitric oxide-cold stress 

signalling cross-talk, evolution of a novel regulatory mechanism. Proteomics 13, 

1816-35. 

2. Wu, X., Gong, F., & Wang, W. (2014). Protein extraction from plant tissues for 

two‐ dimensional gel electrophoresis and its application in proteomic analysis. 

PROTEOMICS,14 (6), 645-658. 

3. Stabentheiner E, Oberlaender A, Willfurth R. (2014) Microspore 

Reprogramming in Tobacco - Effect of Cold Pretreatment on Anther Stress 

Markers and Embryogenic Efficiency. Phyton-Annales Rei Botanicae,54:321-

332.    

4. Kiszczak, W., Kowalska, U., Kapuścińska, A., Burian, M., & Górecka, K. 

(2015) Effect of low temperature on in vitro androgenesis of carrot (Daucus 

carota L.). In Vitro Cellular & Developmental Biology-Plant,  51(2), 135-142.   

5. Chen, J., Han, G., Shang, C., Li, J., Zhang, H., Liu, F., ; Wang, JL; Liu, HY; 

Zhang, Y. (2015) Proteomic analyses reveal differences in cold acclimation 

mechanisms in freezing-tolerant and freezing-sensitive cultivars of alfalfa. 

Frontiers in Plant Science 6, 2015,  DOI: 10.3389/fpls.2015.00105.   

6. Chakraborty, S., Salekdeh, G. H., Yang, P., Woo, S. H., Chin, C. F., Gehring, 

C., Paul A. Haynes, Mehdi Mirzaei & Komatsu, S. (2015). Proteomics of 

Important Food Crops in the Asia Oceania Region: Current Status and Future 

Perspectives. Journal of proteome research, 14 (7), 2723-2744.   

7. Ding, C., Chen, T., Yang, Y., Liu, S., Yan, K., Yue, X., Zhang, H., Xiang, Y., 

An, L., Chen, S. (2015). Molecular cloning and characterization of an S-

adenosylmethionine synthetase gene from Chorispora bungeana. Gene 572 (2), 

205-213. 

8. Fábián, A., Füredi, P. F., Ambrus, H., Jäger, K., Szabó, L., & Barnabás, B. 

(2015). Effect of n-butanol and cold pretreatment on the cytoskeleton and the 

ultrastructure of maize microspores when cultured in vitro. Plant Cell, Tissue 

and Organ Culture, 123 (2), 257-271 (PCTOC), 1-15.  

9. Johnová, P., Skalák, J., Saiz-Fernández, I., & Brzobohatý, B. (2016). Plant 

responses to ambient temperature fluctuations and water-limiting conditions: a 

proteome-wide perspective. Biochimica et Biophysica Acta (BBA)-Proteins and 

Proteomics, 1864 (8) 916-931.  

10. Bansal, M., Sharma, M., Kanwar, P., & goyal, A. (2017). Recent advances in 

proteomics of cereals. Biotechnology and Genetic Engineering Reviews,32 (1-

2), 1-17. 

11. Jin, Y., Ye, N., Zhu, F., Li, H., Wang, J., Jiang, L., & Zhang, J. (2017). 

Calcium‐ dependent protein kinase CPK28 targets the methionine 

adenosyltransferases for degradation by the 26S proteasome and affects ethylene 

biosynthesis and lignin deposition in Arabidopsis. The Plant Journal 90 (2), 

304-318.  



Príloha č. 7 Prehľad preukázateľných citácií – RNDr. Ľubica Uváčková, PhD.  

 

  

12. Zhang, Z., Hu, M., Feng, X., Gong, A., Cheng, L., & Yuan, H. (2017). 

Proteomes and phosphoproteomes of anther and pollen: Availability and 

progress. Proteomics, 17(20), 1600458.  

13. Krzewska, M., Gołębiowska-Pikania, G., Dubas, E., Gawin, M., & Żur, I. 

(2017). Identification of proteins related to microspore embryogenesis 

responsiveness in anther cultures of winter triticale (× Triticosecale 

Wittm.). Euphytica, 213(8), 192. 

14. Han, J. W., Hong, H. D., Han, J. W., Lim, H., Lee, G. S., & Hwang, H. J. (2016). 

Characterization of S-adenosylmethionine Synthetase Gene from Red Algae, 

Pyropia tenera. Plant Breeding and Biotechnology, 4(4), 475-483. 

15. Cai, W., & Zhang, D. (2018). The role of receptor-like kinases in regulating 

plant male reproduction. Plant reproduction, 1-11. 

16. Pechanova, O., & Pechan, T. (2017). Proteomics as a Tool to Understand Maize 

Biology and to Improve Maize Crop. In Proteomics in Food Science (pp. 35-

56).  

17. Mazzeo, M. F., Cacace, G., Iovieno, P., Massarelli, I., Grillo, S., & Siciliano, R. 

A. (2018). Response mechanisms induced by exposure to high temperature in 

anthers from thermo-tolerant and thermo-sensitive tomato plants: A proteomic 

perspective. PloS one, 13(7), e0201027. 

18. Żur, I., Dubas, E., Krzewska, M., Zieliński, K., Fodor, J., & Janowiak, F. (2018). 

Glutathione provides antioxidative defence and promotes microspore-derived 

embryo development in isolated microspore cultures of triticale (× Triticosecale 

Wittm.). Plant cell reports, 1-15.  

19. Testillano, P. S. (2019). Microspore embryogenesis: targeting the determinant 

factors of stress-induced cell reprogramming for crop improvement. Journal of 

Experimental Botany. 

 

 

KLUBICOVÁ, Katarína - DACHNENKO, Maksym - ŠKULTÉTY, Ľudovít - BEREZHNA, 

Valentyna - UVÁČKOVÁ, Ľubica - RASHYDOV, Namik - HAJDUCH, Martin (2012) 

Soybeans grown in the Chernobyl area produce fertile seeds that have increased heavy metal 

resistance and modified carbon metabolism. In PLoS ONE, 2012, vol. 10, p.e 48169. (4.092 - 

IF2011).  

 

 Citácie Wos: 

1. Natarajan, S. S., Luthria, D., Bae, H., Lakshman, D., & Mitra, A. (2013). 

Transgenic soybeans and soybean protein analysis: An overview. Journal of 

agricultural and food chemistry.  

2. Natarajan SS, Luthria DL.  Current update in methodologies for extraction and 

analysis of proteins and isoflavones (Chapter  )  Legumes: Types, Nutritional 

Composition and Health Benefits. 2013. 

3. Ismaili, A; Salavati, A; Mohammadi, PP. 2015. A Comparative Proteomic 

Analysis of Responses to High Temperature Stress in Hypocotyl of Canola 

(Brassica napus L.). Protein And Peptide Letters  22: 285-299.  
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4. Møller, A. P., & Mousseau, T. A. (2016).  Are Organisms Adapting to Ionizing 

Radiation at Chernobyl? Trends in ecology & evolution, 31(4), 281-289.  

5. Aguileta, G.; Badouin, H.; Hood, M.E. Moller, AP; Le Prieur, S; Snirc, A; 

Siguenza, S; Mousseau, TA; Shykoff, JA; Cuomo, CA; Giraud, T. (2016) Lower 

prevalence but similar fitness in a parasitic fungus at higher radiation levels near 

ChernobylIn Molecular Ecology 25(14), 2016, pp. 3370-3383. 

6. Mustonen, V., Kesäniemi, J., Lavrinienko, A., Tukalenko, E., Mappes, T., 

Watts, P. C., & Jurvansuu, J. (2018). Fibroblasts from bank voles inhabiting 

Chernobyl have increased resistance against oxidative and DNA stresses. BMC 

Cell Biology, 19(1), 17.  

Citácie Scopus: 
7. Boubriak, I., Akimkina, T., Polischuk, V., Dmitriev, A., McCready, S., & 

Grodzinsky, D. (2016). Long term effects of Chernobyl contamination on DNA 

repair function and plant resistance to different biotic and abiotic stress 

factors. Cytology and Genetics, 50(6), 381-399.  

 

 

NANJO, Yohey - ŠKULTÉTY, Ľudovít - UVÁČKOVÁ, Ľubica - KLUBICOVÁ, Katarína - 

HAJDUCH, Martin - KOMATSU Setsuko. (2012) Mass spectrometry-based analysis of 

proteomic changes in the root tips of flooded soybean seedlings. In Journal of Proteome 

Research, 2012, vol. 11, no.1, p. 372 - 385. (5.113 - IF2011). (2012 - Current Contents).  

 

Citácie Wos:  

1. Topolcan O., Kinkorova J., Karlikova M., et al. Specialised education for 

personalized medicine - why? Book Group Author(s): MEDIMOND. 

Conference: International Congress on Personalized Medicine (UPCP) 

Location: Florence, ITALY Date: FEB 02-05, 2012. Proceedings Of The II 

International Conference On Environmental Stressors In Biology And Medicine 

International Congress On Personalized Medicine 4th Asian Pacific Congress 

On Bronchology And Interventional Pulmonology, 2012 , 79-83.  

2. Barkla BJ, Vera-Estrella R, Pantoja O. Progress and Challenges for Abiotic 

Stress Proteomics of Crop Plants. Proteomics 2013, 13(12-13), 1801-1815.  

3. Rampitsch Ch, Bykova NV.  The beginnings of crop phosphoproteomics: 

exploring early warning systems of stress. Frontiers in plant science 3, 2012, 1-

15. 

4. Li, M. W., Qi, X., Ni, M., & Lam, H.M. Silicon Era of Carbon-Based Life: 

Application of Genomics and Bioinformatics in Crop Stress 

Research.International Journal of Molecular Sciences 14, 2013,11444-11483.  

5. Shi H, Ye T, Chan Z.  Comparative proteomic and physiological analyses reveal 

the protective effect of exogenous polyamines in the bermudagrass (Cynodon 

dactylon) response to salt and drought stresses. Journal of proteome research, 

2013 12(11), 4951-4964.  
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6. Dam, S., Dyrlund, T. F., Ussatjuk, A., Jochimsen, B., Nielsen, K., Goffard, N., 

... & Stougaard, J. (2013). Proteome reference maps of the Lotus japonicus 

nodule and root. PROTEOMICS 14: 230-240. 

7. Chang D, Zhu Y, An L, Liu J, Su L, Guo Y., ... Liu C. (2013). A multi-omic 

analysis of an Enterococcus faecium mutant reveals specific genetic mutations 

and dramatic changes in mRNA and protein expression. BMC 

microbiology, 13(1), 304.  

8. Tamang, B. G., Magliozzi, J. O., Maroof, M. S., & Fukao, T. (2014). 

Physiological and transcriptomic characterization of submergence and 

reoxygenation responses in soybean seedlings. Plant, Cell & Environment 37: 
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