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PRACOVNE SKUSENOSTI

01.09.2021 - SUCASNE ZAMESTNANIE Trnava, Slovensko
VEDECKY PRACOVNIK/VEDECKA PRACOVNICKA FAKULTA PRIRODNYCH VIED, UNIVERZITA SV.
CYRILA A METODA V TRNAVE

23.05.2022 —§UCﬁASNE ZAMESTNANIE Trnava, Slovensko 5
POIVEREN/A FUNKCIOU PRODEKANKY PRE VEDU A MEDZINARODNE VZTAHY FAKULTA
PRIRODNYCH VIED, UNIVERZITA SV, CYRILA A METODA V TRNAVE

VZDELAVANIE A ODBORNA PRIPRAVA

01.09.2017 - 2/.08.2021 Trnava, Slovensko
PHD. STUDIUM Katedra Bioldgie, Fakulta Prirodnych vied

Univerzita sv. Cyrila a Metoda v Trnave
Odbor: Molekuldrna biolégia

Adresa Trnava, Slovensko ~ Uroven v eurépskom kvalifikaénom ramci (EKR) EKR Uroven 8

2015 - 2017 Bratislava, Slovensko
MAGISTERSKE STUDIUM Katedra genetiky, Prirodovedecka Fakulta UK v Braislave

Odbor: Genetika
Adresa Bratislava, Slovensko = Uroven v eurépskom kvalifikaénom ramci (EKR) EKR Groven 7

2012 - 2015 Bratisvlavia, Slovensko
BAKALARSKE STUDIUM Prirodovedecka Fakulta Univerzity Komenského v Bratislava

Odbor: Biolégia

Adresa Bratislava, Slovensko = Uroveni v eurépskom kvalifikaénom ramci (EKR) EKR Uroven 6

2003 - 2011 Dolny Ktﬂbl'n, Slovensko
STREDOSKOLSKE VZDELANIE Gymnazium P.O. Hviezdoslava

Adresa Dolny Kubin, Slovensko

JAZYKOVE ZRUCNOSTI

Materinsky(-é) jazyk(y):: SLOVENCINA



Daldi jazyk:

PISOMNY
POROZUMENIE HOVORENIE PREJAV
Pollvanie Citanie Samostatny  ygina interakcia
astny prejav
ANGLICTINA C1 1 1 C1 C1
NEMCINA B1 B1 A2 A2 A2

Urovne: A1 a A2: Zdkladny pouZivatel; B1 a B2: Samostatny pouZivatel; C1 a C2: Skuseny pouZivatel

DIGITALNE ZRUCNOSTI

Microsoft PowerPoint - Microsoft Word = Microsoft Excel = Microsoft Outlook email - komunikcia
windows = Microsoft Office = Internet = Skype = Zoom = Social Media ~ zkladn poznatky z oblasti
UnixLinux operanch systmov
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PUBLIKACIE

Vedecka publikacie
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. Ricci et al. Review of the function of SEMA3A in lymphatic vessel maturation and its potential as a
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. Michelini et al. Possible Role of the RORC Gene in Primary and Secondary Lymphedema: Review of the
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. Michelini et al. TIE1 as a Candidate Gene for Lymphatic Malformations with or without Lymphedema.
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. Ricci et al. CYP26B1 and its implications in lymphangiogenesis: Literature review and study of rare
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European Review for Medical and Pharmacological Sciences, 23(3), 1357-1378.

. Gatticchi et al. Recessive multiple epiphyseal dysplasia and Stargardt disease in two sisters. Molecular
Genetics & Genomic Medicine 2021

. Michelini et al. CDH5, a Possible New Candidate Gene for Genetic Testing of Lymphedema. Lymphatic
Research and Biology. 2021

. Michelini et al. SVEP1 is important for morphogenesis of lymphatic system: Possible implications in
lymphedema. Lymphology, 54(1), 12-22.

» Vedelényiova et al. Calpains in Cyanobacteria and the Origin of Calpains. Current Genetics 2022

. Vedelényiova et al. Kalpainy - cysteinové protedzy a ich biomedicinsky vyznam. In: Zpravodaj Cesko-
slovenskeé biologické spolecnosti, 2019, 29(1), 5-1 5.
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E¢LENSTVO ORGANIZACIACH A SIETACH

Clenstva Ceskoslovenska Biologické spolocnost
od roku 2019

2022 - SUCASNE ZAMESTNANIE
EBTNA - Eurépska biotechnologicka spoloZnost’



KONFERENCIE A SEMINARE

Konferencie

* Krajcovic J., VeSelényiova D., 2021. Calpains - calcium dependent cysteine proteases - their evolution
and biomedical importance In: Biotechnology & Biotechnological Equipment 35(1), 25.

* VeSelényiové D., Patlevitova A., Schneiderova M., Krajcovic ., 2021. In silico analysis of calpains among
pro- and eukaryotic microorganisms. In: Biotechnology & Biotechnological Equipment 35(1), 108.

* Kenanoglu S., VeSelényiova D., Michelini S., Maltese E.P., Paolacci S., Krajcovic J., Dundar M., Beccari T,
Bertelli M., 2021. Identification of possibly pathogenic variants in candidate genes in lymphedema
patients by NGS analysis. In: Biotechnology & Biotechnological Equipment 35(1), 32.

* VeSelényiova D, Erik Bir¢ak, Juraj Krajcovic, Calpains in the Phylum Euglenozoa (2018), 48th Jirovec's
Protozoological Days, p. 87

* Dominika VeSelényiova, Erik Bir¢ak, Juraj Krajéovit, /n silico identification of calpains in Euglenozoa
(2018), Aplikované prirodné vedy, p.211

* Martina KeSeldkova, Dominika VeSelényiova, Juraj Krajcovi¢, Enzym paramylon syntéza u
euglenoidnych bicikovcov (2018), Aplikované prirodné vedy, p.87

* Vanda Adamcova, Tomas Lempochner, Martin Valica, Dominika VeSelényiova, Juraj Krajéovic,
Miroslav Hornik, Biosorption of Zn and Cd by dried biomass of Euglena gracilis from awueous
solutions (2018). Biotechnology and Metals, p.9-10

* Alzbeta Marcek-Chorvatova, Kristina Ondrové, Dominika VeSelényiova, Juraj Krajcovi¢ and Duan
Chorvat, Endogenous fluorophores in Euglenas: spectrally- and time-resolved microscopy study
(2018), Mikroskopie

* Tomas Lempochner, Dominika Veselényiova, Juraj Krajcovic, Miroslav Hornik, Application of
microalgae biomass in binding heavy metals from aqueous solutions (2018), Applied Natural Sciences -
A Young Scientists Journal, p. 49-50

PROJEKTY

15.04.2021 - SUCASNE ZAMESTNANIE
t 313011ASN4: RieSenie spolo¢enskych ohrozeni v dosledku pandémie ochorenia COVID19 riesitel
projektu

2021 - 2024
VEGA 1/0694/21, Vplyv intra- a extracelularnych faktorov na metabolizmus a motilitu euglenoidnych
bi€ikovcov riesitel projektu

2017 - 2020
VEGA 1/0535/17, Geneticka vybava euglenoidnych bigikovcov pre medzibunkovi komunikaciu,
metabolizmus cukrov a potencidlnu mnohobunkovost rieitel projektu

VYZNAMENANIA A OCENENIA

10.2021

Ocenenie rektora UCM - Univerzita sv. Cyrila a Metoda v Trnave Ocenenie pre vynikajucich Studentoy,
za vynikajuce Studijné a vedecké vysledky

09.2019
Najlepsia Studentska vedecka prednaska - Odborna komisia Aplied Natural Sciences 2019 Ocenenie
za najlepsiu vedecku predndsku na medzinarodnej konferencii Aplied Natural Sciences 2019

ZAHRANICNE STAZE
Staze

* August 2018 - Katedra molekularnej fylogenetiky a evolucie, Univerzita vo Vargave, Polsko

* Jun - Oktéber 2018 - MAGI - laboratérium humannej genetiky a diagnostiky, Taliansko

* Oktober - December 2019 - Katedra molekularne;j fylogenetiky a evollcie, Univerzita vo Varave, Polsko
* December 2019 - Februar 2020 - MAGI - laboratérium humannej genetiky a diagnostiky, Taliansko

ODBORNE ZRUCNOSTI
Metody

Bioinformatické analyzy a metédy
* Windows, Linux
* Praca s databazami
* Analyza DNA. RNA a aminokyselinovych sekvencii



* Spracovanie dét zo sekvenovania

* Skladanie a analyza jadrovych a organelovych genomov a transkriptémov

* Vytvaranie a aplikacia Skrytych Markovych modelov, 3D homologické modelovanie
* Identifikacia a analyza génov a proteinov

* Fylogenetickd analyza

Laboratérne metédy
* Priprava kultivacnych médif a kultivacia buniek
* Izolacia DNA, RNA, priprava cDNA
+ dizaj primerov, PCR, qPCR, analyza produktov



